
Category Term Count % PValue Genes List Total Pop Hits Pop Total Fold 
Enrichment

Bonferroni Benjamini FDR

KEGG_PATHWAY mmu04060:Cytokine-cytokine receptor interaction 26 0.03064 1.12E-06 IL1R2, CCL3, CSF2RB2, CSF1, IL4RA, TGFB3, TNFRSF1A, TNFRSF1B, 
IL12RB1, TNFRSF11A, CXCR5, IL10RA, IL1B, CSF2RB, IL2RG, LTA, CSF1R, 
IL18R1, IL18RAP, IL2RA, TGFBR2, LIFR, CCR7, TNFSF10, CCR2, ACVR1

269 245 7720 3.046 2.66E-04 2.66E-04 0.00143848

KEGG_PATHWAY mmu04380:Osteoclast differentiation 18 0.02121 1.43E-06 FOSL2, SOCS3, CSF1, TGFBR2, ITGB3, JUNB, STAT2, SIRPB1A, 
TNFRSF1A, CYBB, PIRA1, TNFRSF11A, CAMK4, PIRA6, PIRA4, IL1B, 

269 126 7720 4.100 3.40E-04 1.70E-04 0.00184348

KEGG_PATHWAY mmu00860:Porphyrin and chlorophyll metabolism 9 0.01061 6.70E-05 UGT1A10, UGT1A9, FECH, FXN, UGT1A7C, UGT1A2, UGT1A6B, 
UGT1A6A, UGT1A5

269 41 7720 6.300 0.01582288 0.00530236 0.08634663

KEGG_PATHWAY mmu04668:TNF signaling pathway 14 0.01650 9.43E-05 ICAM1, IL18R1, SOCS3, MMP9, CSF1, JUNB, TNFRSF1A, TNFRSF1B, 
CASP8, CREB3L2, IL1B, BCL3, PIK3R5, LTA

269 109 7720 3.686 0.02220354 0.00559771 0.12153844

KEGG_PATHWAY mmu00053:Ascorbate and aldarate metabolism 7 0.00825 2.65E-04 UGT1A10, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A6A, UGT1A5 269 27 7720 7.440 0.06106891 0.01252356 0.34070565
KEGG_PATHWAY mmu04630:Jak-STAT signaling pathway 15 0.01768 4.87E-04 IL2RA, SOCS3, CSF2RB2, IL4RA, PIM1, LIFR, STAT3, CISH, STAT2, CCND1, 

IL12RB1, IL10RA, CSF2RB, PIK3R5, IL2RG
269 145 7720 2.969 0.10950537 0.01914408 0.62618383

KEGG_PATHWAY mmu00040:Pentose and glucuronate interconversions 7 0.00825 0.00134028 UGT1A10, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A6A, UGT1A5 269 36 7720 5.580 0.2732702 0.04457602 1.71397182
KEGG_PATHWAY mmu00983:Drug metabolism - other enzymes 8 0.00943 0.0017576 XDH, UGT1A10, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A6A, 

UGT1A5
269 51 7720 4.502 0.34208329 0.05098874 2.24209014

KEGG_PATHWAY mmu05323:Rheumatoid arthritis 10 0.01179 0.00204193 ITGAL, ICAM1, CD86, CCL3, TNFRSF11A, CSF1, TGFB3, CTLA4, IL1B, 269 82 7720 3.500 0.38521046 0.05261793 2.60040316
KEGG_PATHWAY mmu04640:Hematopoietic cell lineage 10 0.01179 0.0024153 IL1R2, IL2RA, ITGA5, CSF1, IL4RA, CD2, MS4A1, IL1B, ITGB3, CSF1R 269 84 7720 3.417 0.43759664 0.05592871 3.06909235
KEGG_PATHWAY mmu05162:Measles 13 0.01532 0.00263676 PRKCQ, TNFSF10, CCND1, IL2RA, OAS3, IL1B, PIK3R5, CDK6, IL2RG, TLR7, 

STAT3, STAT2, TLR9
269 136 7720 2.743 0.46654285 0.05552413 3.34610342

KEGG_PATHWAY mmu04932:Non-alcoholic fatty liver disease (NAFLD) 14 0.01650 0.00311393 NDUFA4, TNFRSF1A, NDUFS5, IRS2, NDUFB5, NDUFB10, XBP1, SOCS3, 
CASP8, NDUFC2, ERN1, IL1B, PIK3R5, UQCRQ

269 157 7720 2.559 0.52396826 0.05998166 3.94049275

KEGG_PATHWAY mmu05010:Alzheimer's disease 15 0.01768 0.00333372 NDUFA4, NDUFB5, NDUFB10, APH1B, NDUFC2, CAPN2, UQCRQ, 
TNFRSF1A, NDUFS5, APP, ATP2A3, CASP8, ERN1, IL1B, ATP5J

269 177 7720 2.432 0.54830639 0.05930349 4.21314529

KEGG_PATHWAY mmu05321:Inflammatory bowel disease (IBD) 8 0.00943 0.00409302 IL18R1, IL12RB1, IL18RAP, IL4RA, TGFB3, IL1B, IL2RG, STAT3 269 59 7720 3.891 0.62323627 0.06734887 5.14955626
KEGG_PATHWAY mmu04931:Insulin resistance 11 0.01296 0.00474542 PRKCQ, TNFRSF1A, SLC27A1, IRS2, PYGM, SOCS3, CREB3L2, TRIB3, 

PIK3R5, PTPN1, STAT3
269 110 7720 2.870 0.67764365 0.0726954 5.94738607

KEGG_PATHWAY mmu00980:Metabolism of xenobiotics by cytochrome 
P450

8 0.00943 0.00643712 UGT1A10, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A6A, UGT1A5, 
AKR7A5

269 64 7720 3.587 0.78497184 0.09159198 7.98744164

KEGG_PATHWAY mmu05166:HTLV-I infection 18 0.02121 0.01649603 ITGAL, IL1R2, ICAM1, IL2RA, WNT5B, RAN, TGFBR2, TGFB3, ITGB2, 
CDC20, TNFRSF1A, CCND1, XBP1, PCNA, PIK3R5, RANBP1, IL2RG, LTA

269 278 7720 1.858 0.98091396 0.20774381 19.2985372

KEGG_PATHWAY mmu04210:Apoptosis 7 0.00825 0.01725769 TNFRSF1A, TNFSF10, CSF2RB2, CASP8, CSF2RB, PIK3R5, CAPN2 269 60 7720 3.348 0.98412776 0.20560693 20.100458
KEGG_PATHWAY mmu05144:Malaria 6 0.00707 0.02462816 ITGAL, ICAM1, TGFB3, IL1B, ITGB2, TLR9 269 48 7720 3.587 0.99735448 0.26828377 27.4896584
KEGG_PATHWAY mmu05212:Pancreatic cancer 7 0.00825 0.02469251 CCND1, TGFBR2, TGFB3, PIK3R5, CDK6, STAT3, RAD51 269 65 7720 3.091 0.9973957 0.2573494 27.5513076
KEGG_PATHWAY mmu05142:Chagas disease (American 9 0.01061 0.02638837 TNFRSF1A, GNA15, CCL3, TGFBR2, CASP8, TGFB3, IL1B, PIK3R5, TLR9 269 103 7720 2.508 0.99827889 0.26146366 29.158468
KEGG_PATHWAY mmu00982:Drug metabolism - cytochrome P450 7 0.00825 0.02640063 UGT1A10, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A6A, UGT1A5 269 66 7720 3.044 0.99828404 0.25132077 29.1699702
KEGG_PATHWAY mmu04110:Cell cycle 10 0.01179 0.02822051 CCND1, MCM7, CCNB2, ANAPC13, TGFB3, PCNA, CDK6, CDC20, SFN, 

CDC25C
269 124 7720 2.314 0.99890069 0.25637666 30.8577846

KEGG_PATHWAY mmu00532:Glycosaminoglycan biosynthesis - 
chondroitin sulfate / dermatan sulfate

4 0.00471 0.03046403 CSGALNACT1, XYLT1, CHST11, DSE 269 20 7720 5.740 0.99936582 0.26420144 32.8874248

KEGG_PATHWAY mmu00140:Steroid hormone biosynthesis 8 0.00943 0.03103 UGT1A10, CYP7B1, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A6A, 
UGT1A5

269 87 7720 2.639 0.9994481 0.2592454 33.3906842

KEGG_PATHWAY mmu00830:Retinol metabolism 8 0.00943 0.03453933 RDH12, UGT1A10, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A6A, 
UGT1A5

269 89 7720 2.580 0.99976728 0.2751256 36.434271

KEGG_PATHWAY mmu04917:Prolactin signaling pathway 7 0.00825 0.04056629 CCND1, TNFRSF11A, SOCS3, ESR1, PIK3R5, CISH, STAT3 269 73 7720 2.752 0.99994757 0.30583081 41.3637499
KEGG_PATHWAY mmu05152:Tuberculosis 12 0.01414 0.0423854 MRC1, IRAK2, TNFRSF1A, IL10RA, CASP8, TGFB3, IL1B, ITGB2, CAMK2B, 

KSR1, CD74, TLR9
269 176 7720 1.957 0.99996663 0.30797552 42.7808048

KEGG_PATHWAY mmu05221:Acute myeloid leukemia 6 0.00707 0.04403562 TCF7, CCND1, PIM1, PIK3R5, PIM2, STAT3 269 56 7720 3.075 0.99997786 0.30898554 44.0389051
KEGG_PATHWAY mmu05205:Proteoglycans in cancer 13 0.01532 0.04991024 CCND1, WNT5B, TFAP4, ITGA5, HPSE, MMP9, GAB1, ESR1, PIK3R5, 

CAMK2B, ITGB3, STAT3, FN1
269 203 7720 1.838 0.9999949 0.33380792 48.3134266

KEGG_PATHWAY mmu05146:Amoebiasis 9 0.01061 0.0503073 IL1R2, LAMB3, GNA15, TGFB3, IL1B, PIK3R5, ITGB2, SERPINB9F, FN1 269 117 7720 2.208 0.99999538 0.32718437 48.5911771
KEGG_PATHWAY mmu04064:NF-kappa B signaling pathway 8 0.00943 0.05117269 PRKCQ, ICAM1, TNFRSF1A, CARD11, TNFRSF11A, IL1B, ERC1, LTA 269 97 7720 2.367 0.99999628 0.32340371 49.191777
KEGG_PATHWAY mmu05168:Herpes simplex infection 13 0.01532 0.05798682 TNFRSF1A, C1QBP, SOCS3, TAP2, CASP8, OAS3, IL1B, NXF1, ARNTL, 

CD74, LTA, STAT2, TLR9
269 208 7720 1.794 0.99999933 0.35002629 53.6996152

KEGG_PATHWAY mmu01040:Biosynthesis of unsaturated fatty acids 4 0.00471 0.06554266 SCD1, SCD2, FADS1, SCD4 269 27 7720 4.252 0.9999999 0.37781954 58.2649896



KEGG_PATHWAY mmu01100:Metabolic pathways 55 0.06482 0.06585046 PTGS1, PIP5K1C, DSE, UQCRQ, GLDC, NDUFS5, PIP5KL1, UGT1A7C, HPSE, 
XYLT1, UGT1A6B, HDC, UGT1A6A, ITPK1, SARDH, ATP5K, ATP5J, 
NDUFB10, FECH, PGAP1, PLD4, NDUFC2, CDS1, GNS, UGT1A10, RRM1, 
PLA2G7, PRODH, XDH, POLR2G, NDUFB5, ASS1, KMO, ZNRD1, ACAT2, 
PFAS, TYMS, UGT1A9, UGT1A2, UGT1A5, HAAO, PAFAH1B3, ALDH4A1, 
INPP5A, NDUFA4, B4GALT1, NTPCR, RDH12, CSGALNACT1, DHFR, 
CYP4F18, PYGM, SMPD1, DPM3, PAICS

269 1278 7720 1.235 0.99999991 0.37073794 58.4418498

KEGG_PATHWAY mmu05161:Hepatitis B 10 0.01179 0.06725862 CCND1, MMP9, CASP8, TGFB3, PCNA, CREB3L2, PIK3R5, CDK6, STAT3, 
STAT2

269 146 7720 1.966 0.99999994 0.36891446 59.2421797

KEGG_PATHWAY mmu03050:Proteasome 5 0.00589 0.06971677 PSMC5, PSMC4, PSMA6, PSMA5, POMP 269 45 7720 3.189 0.99999997 0.37176901 60.6052893
KEGG_PATHWAY mmu04115:p53 signaling pathway 6 0.00707 0.08239015 CCND1, CCNB2, CASP8, SHISA5, CDK6, SFN 269 67 7720 2.570 1 0.41639154 66.9897896
KEGG_PATHWAY mmu05016:Huntington's disease 12 0.01414 0.0833147 NDUFA4, POLR2G, NDUFS5, NDUFB5, NDUFB10, CASP8, CREB3L2, 

NDUFC2, DNAL1, SOD1, UQCRQ, ATP5J
269 198 7720 1.739 1 0.41190598 67.4159625

KEGG_PATHWAY mmu04068:FoxO signaling pathway 9 0.01061 0.09405929 TNFSF10, IRS2, CCND1, CCNB2, TGFBR2, TGFB3, PIK3R5, RAG2, STAT3 269 134 7720 1.928 1 0.44442374 72.0101976
KEGG_PATHWAY mmu05145:Toxoplasmosis 8 0.00943 0.09755046 TNFRSF1A, LAMB3, IGTP, IL10RA, CASP8, TGFB3, PIK3R5, STAT3 269 113 7720 2.032 1 0.4488935 73.3691764
KEGG_PATHWAY mmu05204:Chemical carcinogenesis 7 0.00825 0.09981145 UGT1A10, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A6A, UGT1A5 269 92 7720 2.184 1 0.44890931 74.2165374

KEGG_PATHWAY mmu03460:Fanconi anemia pathway 5 0.00589 0.09989684 HES1, STRA13, FANCD2, FANCI, RAD51 269 51 7720 2.814 1 0.44151294 74.2480464
KEGG_PATHWAY mmu01212:Fatty acid metabolism 5 0.00589 0.09989684 SCD1, SCD2, FADS1, SCD4, ACAT2 269 51 7720 2.814 1 0.44151294 74.2480464


